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AIRFETIE. G. mellonella $hBRREEET I AWLEL FRIRFBTOELTHIRKRD in vivo RZRERIY—-Z
>HICED. C. auris ORZEEFITHRIFZIRZRU. TOFER. Gene D OXRIB(CLH TRRERMBAB LB EIZES
H T CHEERMRMERERE RO N FEEIN L ZRVEL. Gene D ' C. auris ORZEEHITHICRISI3H
FTHBIENREENTZ, S5(C, BEMBBADEZEEDORRTNS, Gene D OXIBICHSHRERZE(ENEELOEE
VERICERZE % R IR REENVRIEEIN Tz, S (&, HRREIEASIEIMEEL OBEEZ /LM Gene D (C&BAZREHITH
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& 1. G. mellonella B CHER LR UEIRESEETFIAD

Putative function Day 0 | Day 1

Gene A cAMP-_dependent protein kinase regulatory 60.90 188.33 207.22 309 3.40
subunit

Gene B Hypothetical protein 491182790 78453 37240 159.83

Gene C Putative mannan polymerase 12.0955 224.464 106.414 18.56  8.80

Gene D Ser/Thr protein kinase 1753 8566 6965 4.89 3.97

Gene E Hypothetical protein 3.23 72473 286.38 22431 88.64

Gene F DNA replication checkpoint-related protein 406 3836 67.79 944 16.68

Gene G Cyclin-related protein/G1 cyclin-related protein 640 12498 5457 1954  8.53

Gene H Secreted aspartyl protease 10.97 23231 12022 2117 10.95
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